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Evolution with time of HCV Risk Factors
The distribution of risk factors (transfusion, drug use, and, surprinsingly, invasive medical procedures [IMP] ) significantly differed between different geographical areas in Belgium. There was a singificant evolution with time of infecting HCV genotypes. Significant linear decrease of 2% /yr in the frequency of genotype 1b, is counterbalanced by a significant increase of genotype 1a (0,52%/yr), 3 (0.74%/yr) and 4 (0,75%/yr). , whereas a risk factor of HCV acquisition could be documented for 1389 patients (48%).The postal code of residence place of HCV patients in Liège and suburbs was documented for 1719 HCV patients (60%). The evolution with time of genotypes and risk factors was calculated using a linear regression model (Y= aX + b) where "a" is the slope representing the annual variation of the considered parameter (risk factors and genotypes). The annual rate of variation was expressed in %.
